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=> file medline 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 0.21 0.21 

FILE 'MEDLINE' ENTERED AT 14:54:53 ON 06 OCT 2 004 

FILE LAST UPDATED: 5 OCT 2004 (20041005/UP) . FILE COVERS 1951 TO DATE. 

On February 29, 2004, the 2004 MeSH terms were loaded. See HELP RLOAD 
for details. OLDMEDLINE now back to 1951. 

MEDLINE thesauri in the /CN, /CT, and /MN fields incorporate the 
MeSH 2004 vocabulary. See http://www.nlm.nih.gov/mesh/ and 
http://www.nlm.nih.gov/pubs/techbull/nd03/nd03_mesh.html for a 
description of changes. 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 

=> s (Horwitz, K . ? or Horwitz K.?)/au or (Richer, J.? or Richer J.?)/au 
111 HORWITZ, K.?/AU 
111 HORWITZ K.?/AU 

59 RICHER, J.?/AU 

5 9 RICHER J.?/AU 

LI 157 (HORWITZ, K.? OR HORWITZ K.?)/AU OR (RICHER, J.? OR RICHER J. 

AU 

=> s KIA0 04 0 gene 

0 KIA0040 
706686 GENE 
431046 GENES 
847799 GENE 

(GENE OR GENES) 
L2 0 KIA004 0 GENE 

(KIA0040 (W) GENE) 

=> s KIAA0040 gene 

2 KIAA0040 
706686 GENE 
431046 GENES 
847799 GENE 

(GENE OR GENES) 
L3 0 KIAA004 0 GENE 

(KIAA0040 (W) GENE) 

=> s D25539 

L4 0 D25539 

=> s KIAA0040 

L5 2 KIAA0040 

=> d L5 1-2 

L5 ANSWER 1 OF 2 MEDLINE on STN 

AN 96051389 MEDLINE 
DN PubMed ID: 7584028 

TI Prediction of the coding sequences of unidentified human genes. I. The 
coding sequences of 40 new genes (KIAA0001-KIAA0040) deduced by 
analysis of randomly sampled cDNA clones from human immature myeloid ce 
line KG-1 (supplement) . 



Nomura N; Miya j ima N; Sazuka T; Tanaka A; Kawarabayasi Y; Sato S; Nagase 
T; Seki N; Ishikawa K; Tabata S 

Institute of Gerontology, Nippon Medical School, Kanagawa, Japan. 

DNA research : an international journal for rapid publication of reports 

on genes and genomes, (1994) 1 (1) 47-56. 

Journal code: 9423827. ISSN: 1340-2838. 

Japan 

Journal; Article; (JOURNAL ARTICLE) 
English 

Priority Journals 
199512 

Entered STN: 19960124 

Last Updated on STN: 19960124 

Entered Medline: 19951207 



ANSWER 2 OF 2 MEDLINE on STN 

96051387 MEDLINE 
PubMed ID: 7584026 

Prediction of the coding sequences of unidentified human genes . I . The 
coding sequences of 40 new genes (KIAA0001-KIAA0040) deduced by 
analysis of randomly sampled cDNA clones from human immature myeloid cell 
line KG-1. 

Erratum in: DNA Res 1995 Aug 31; 2 (4) : following 210 

Nomura N; Miya j ima N; Sazuka T; Tanaka A; Kawarabayasi Y; Sato S; Nagase 
T; Seki N; Ishikawa K; Tabata S 

Institute of Gerontology, Nippon Medical School, Kanagawa, Japan. 

DNA research : an international journal for rapid publication of reports 

on genes and genomes, (1994) 1 (1) 27-35. 

Journal code: 9423827. ISSN: 1340-2838. 

Japan 

Journal; Article; (JOURNAL ARTICLE) 
English 

Priority Journals 

GENBANK-D10234; GENBANK-D13 62 6 ; 



GENBANK-D1362 9 ; 
GENBANK- JO 3 5 83; 
GENBANK-M19969; 
GENBANK- S4 72 04 ; 
GENBANK-X5 1466 ; 
GENBANK-X63 54 7; 
GENBANK- Z2 3 02 4 
199512 

Entered STN: 19960124 

Last Updated on STN: 20000303 

Entered Medline: 19951207 



GENBANK-D1363 0 ; 
GENBANK ~ JO 5 1 5 5 ; 
GENBANK- M3 04 72; 
GENBANK- S 87759; 
GENBANK-X52 882 ; 
GENBANK-X6422 7; 



GENBANK-D13627; 
GENBANK- D 13631; 
GENBANK-L07557 ; 
GENBANK-M80550; 
GENBANK-X06130; 
GENBANK-X53 53 9; 
GENBANK-X6422 8; 



GENBANK-D13 62 8 
GENBANK-D13635 
GENBANK- L 1 2 3 4 4 
GENBANK-M94 2 8 7 
GENBANK-X16316 
GENBANK-X62 2 94 
GENBANK- Z2 2 551 
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HUMORFR 4460 bp mRNA 

Homo sapiens KIAA0040 mRNA, partial cds . 
D25539 

D25539.1 GI:436219 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 

Nomura , N., Miyajima,N. , Sazuka,T., Tanaka,A., Kawarabayasi , Y . , 

Sato,S., Nagase,T., Seki,N., Ishikawa,K. and Tabata,S. 

Prediction of the coding sequences of unidentified human genes. I. 

The coding sequences of 40 new genes (KIAA0 001-KIAA0040) deduced by 

analysis of randomly sampled cDNA clones from human immature 

myeloid cell line KG-1 

DNA Res. 1 (1), 27-35 (1994) 

96051387 

758 4026 

2 

Nomura, N. , Miyajima,N., Sazuka,T., Tanaka,A., Kawarabayasi , Y . , 

Sato,S., Nagase,T., Seki,N., Ishikawa,K. and Tabata,S. 

Prediction of the coding sequences of unidentified human genes. I. 

The coding sequences of 40 new genes (KIAA0001-KIAA0040) deduced by 

analysis of randomly sampled cDNA clones from human immature 

myeloid cell line KG-1 (supplement) 

DNA Res . 1 (1), 47-56 (1994) 

96051389 
7584028 

3 (bases 1 to 4460) 

Ohara,0., Nagase,T., Kikuno,R. and Nomura, N. 
Direct Submission 

Submitted (ll-NOV-1992 ) Osamu Ohara, Kazusa DNA Research Institute ; 
1532-3, Yana, Kisarazu, Chiba 292-0812, Japan 
(E-mail : cdnainf o@kazusa . or . jp, Tel : +81-438-52-3913) 

Location/Qualifiers 

1. .4460 

/organism="Homo sapiens" 

/mol_type= "mRNA" 

/ db_xr e f = " t axon i 9606" 

/sex="male" 

/cell_line="KG-l" 

/cell_type= "myeloblast " 

1. .4460 

/ gene= " KIAA0 04 0 " 
1. .815 

/gene="KIAA0040" 
<783 . . 1277 
/gene="KIAA0040 n 
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/note= "Start codon is not identified" 
/citation= [2] 
/codon_start=l 
/protein_id= " BAA05022 .2 " 
/db_xref="GI :40788942" 

/ translation= "PHTDISGTPEIMHYVHVHRVTTQPRNKPQTKCPSGGQSQGPRGQ 
FLDTVLAAMCPIAMLLTADPGMPPTCLWHTPHAKHKEHLSIHLNMVPKCVHMHVTHTH 
TNSGSRYVGKYILLIKWSLAMYFVQGSTLSTVTKMSHGKALPDSDTYIQFPNQQGPHT 
PSIP" 

3 ! UTR 1278.. 4460 

/gene="KIAA0040" 

RIGIN 

1 cggggcagca accaggagat tccctgggcc tgcaggaagc ccttccgcgg accgaaagat 
61 tgttccccat tttggagatg aagaaactga gactcaaagc agctgagtga ccttcccaag 
121 gacacacact gaactgggcg gtgatcagga tctgaatgca cagggcgggt gttcagcgat 
181 tgtttactac gttgaacgtg acctccagga aagcagttct ggccgagatc ccctgacaac 
241 gcaaagcaag aagtaacgtg gaaggaggct ccccaagctg gctggccatt ttgctgctgt 
301 gtgtggaggt gctgtcagtg gcatgcccaa acccaaagct ggaagaggaa taaattacaa 
361 gtggtcaagg ttgcatcctt ttgagctcag gacctgcttg taagccgaga gggttctctg 
421 gccctaatct agccaagcac catggagaga atcagtgcct tcttcagctc tatctgggac 
481 accatcttga ccaaacacca agaaggcatc tacaacacca tctgcctggg agtcctcctg 
541 ggcctgccac tcttggtgat catcacactc ctcttcatct gttgccattg ctgctggagc 
601 ccaccaggca agaggggcca gcagccagag aagaaaaaga agaagaagaa gaagaaggat 
661 gaagaagacc tctggatctc tgctcaaccc aagcttctcc agatggagaa gagaccatca 
721 ctgcctgttt agttaggcag gaagcagagg tgtttccttt ctggggctaa gcctccttct 
781 gaccacacac agacatttca ggaacccctg aaataatgca ctatgtccat gtccacagag 
841 taactactca accaaggaac aaacctcaga ctaagtgtcc cagtggaggg cagtcccagg 
901 gaccacgtgg acaattcttg gatactgtct tggcagctat gtgtccaata gcaatgctcc 
961 ttactgcaga cccaggcatg cctcccacct gtctctggca taccccacat gcaaagcaca 
1021 aagaacattt atccatacat ctcaatatgg ttcccaagtg tgtgcacatg cacgtaacac 
1081 acacacacac aaattcaggt agcaggtacg tgggcaagta tattctgctc atcaaatggt 
1141 cattggctat gtactttgtg cagggaagta cattatctac agtcacaaaa atgtctcatg 
1201 ggaaagcctt gccagattca gacacatata tacaatttcc taaccagcaa ggcccccata 
1261 caccatctat tccataaacc actcaggtta cagatgcatg ctttcctatt tctaactcta 
1321 cacataaact tttactggaa gtactcataa ttggacattc cagcaacctg ctacagtccc 
1381 cacccttgtg tgtcttgata cagacacacc aagtttctgt gcctctgacc cctcacctgt 
1441 gccaagatgt ttaaagtgtg atggttcaaa attcattgaa agctcttttc ttgtaactca 
1501 tgacaaagtc cgtcctcatt gccactgaga ggtgtttaat gtgatccaag acctctctgt 
1561 gaaacattac ccccgcaaac cactcagcaa agtgcctttc tccaagcaag aacaaagagc 
1621 tcttggtggt gactgctaga aaattatgga agcccactca tttatgtcag tggactgcaa 
1681 ctgtgtacct gtgcaatgtt tacagatgga aagggtgagg agatgctaca cctgagctag 
1741 gtatctccta tataaccaaa gtttccagca gggaaggaac tagacaatca tcagtgcagt 
1801 ctcacagaag gcaacactgg aagtgatgtc ataaggttgt gatgtgtgca cggtacggca 
1861 caggtgggat gcagaggtaa cagagtttaa atgaaagtag gatgaagcta taaagaggtt 
1921 tatttatatt tatattgaag ctcaggcaag tgccttgcac acagtaggta cttataacta 
1981 actgtggtta ctgttggata tgtgatgttg ttaagggtaa gcttgtaata cctcaccaat 
2041 tctctgcgag tgatcttctc ttctaagtga gcccactaat tgctgcaatg gatgaaattg 
2101 ggtgtttaat gctggagagc acatgtaggt gacacatgtg ccttgaggta tgtgaggaca 
2161 tgtaaattag atccacagtg agctgaggag ggctttcccc gccagagtga ggttgggaag 
2221 cagagttaat ccacttatag gatgaactgc ttggtatttt tattgtattg tgactgtatt 
2281 acaaagatgg acaattcact ccttgggagc aagttatgct ctagaagttt atttacaaat 
2341 atgctgggca gctctcttga aatattttcc caaggaagct attctacaca gtggcaaaat 
2401 tgctatctaa ttaataatgt agctaaacta tgatatttat agtagcaaaa aactaaattc 
2461 tataagattg cattaaagga aagatatatt ctatttgctc acttgggctg cttggtactc 
2521 acctgccctc caggtgtact ttaggcctgt ggagggtggg catttagtgg tgacccttgc 
2581 accagggttt tctaacagat gaccctgtga atcataattt aaacctgcat atattttata 
2641 gccagtcaca tttgccctct caccctatat ggccataaac tgcctaagca ctcaggcctc 
2701 ccactcatca acccctttga ccagagaaag aagcactctg gttctctatc cccttgtcac 
2761 atagagagtt tgtcatgggg cctctggctg tgcccttcac ataacagaat aacttgccat 
2821 ctgcctgcac caaacccagg gatgtggaag acatctcccc acaactgcca ctgctcacca 
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2881 ggacaagctg cccttcctgt ctccacctct cagtccccct agaatggatg gctggggaga 

2 941 ggtggaggct gacagctgag acgtagtgtc agatatgatc taggagggcg gatcaccggg 
3001 atccgggacc atacaagtaa catggtttcc atggcaactg cttgctcgtt tgaattaaga 
3061 cagcagtcag ttgtcattgc catgacaagg cctctatctc caggcacaat gtccctgctg 
3121 tctcctaatc caatggactt gctctcaccc cagggatgaa acacccagaa actcacttct 
3181 cagtcacttc cacagccgat gactcagaag agccaaaccc agaatggggc ctctcttttc 
3241 cccatcacag actcccctga caacctttcc tggcgtaact agaggagtcc cagtgcagga 
3301 taggccctaa acgttttgtt aaataaacag gtgcatgaaa ggagcctaag gccattgttg 
3361 atatccactc tcttctttcc acttccttct catctttttc tccatgtttt atgcttctct 
3421 gattccctct tctgcctgca ccagaccagc cccagccctt tattcctctc cattttcact 
3481 ccttccagcc tctgtccctg aactgccact ggcaacccat gggacctcag gaccagagac 

3 541 tgcttgactc atctggggag ggtaagttca cgggggacaa aaaaatgatt cctaaagaag 
3601 aggcttccta gaccagcaca ggctccagaa agacatcccc taggcctgga cttctgagca 
3661 gctttagcca ggctccggac ggcagccaga ggaggccttt ccccattgct cctttcccca 
3721 ttgctcaatg gattccatgt ttctttttct tggggggagc agggagggag aaaggtagaa 
3781 aaatggcagc cacctttcca agaaaaatat aaagggtcca agctgtatag tatttgtcag 
3841 tatttttttc tgtaaaattc gaacacacac aaaagaaaaa tttatttaaa taaaatactt 
3901 tgaaaatgaa aagtcttgat gtagtcagat ggttactttc ttaacattag gtattacccc 
3 961 cactcagaca tcactcagaa atgatcaatg cagggactct ttctgtgaca caaatgtccc 
4021 agccctccct ggtcaccgcc ttcgccatgg tagagtcgta ggtctgagga tgaggaatgt 
4081 ggctgtctca cccttgcttg caaaacagat ggccttggag accagactcc ctcaaaggtg 
4141 ccagctacag gaaaaataca ctgatgttcc ttggcaacac ttacagaact ttccatcaat 
42 01 gagggtccat caatggcttc ttaaaggaaa aggggggaaa tagcaaaaac ctaaggaaga 
42 61 atggaccttt gagttaaatc cagtgtttgt tgggaaagga gggatcaaaa acctctatag 
4321 tagccactag ggcaaaaact gtgtgtatgt gtgtgtgtat gtgtgtgtac actgttcaat 
4381 atggttcaat atggtaccaa tagccacatg tgactattta aattcattgc aatgaaataa 
4441 aattaaaggt atactagctc 
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